The emergence of plasmid-mediated polymyxin resistance encoded by mcr-1 has heightened public health concerns due to the potential for rapid horizontal transfer. Here, we report the complete genome sequence of Escherichia coli AR Bank #0349, which exhibits resistance to colistin encoded by a plasmid-borne mcr-1 gene.
chromosome assembly from the Illumina and PacBio data (7) . This assembly identified the presence of a large, incompletely assembled Ն200-kb plasmid. The assembly of this large plasmid was completed from the PacBio data using Canu v.1.8, and four rounds of polishing using Pilon v.1.23 were used for error correction using the Illumina data (8, 9) . Default parameters were used for all software. The final completed assembly is composed of a 4,995,442-bp circularized chromosome with a GϩC content of 50.5% and the 278,067-bp plasmid pAR349 with a GϩC content of 49.2%. For the chromosome, the average PacBio coverage is 279ϫ, and the average Illumina coverage is 102ϫ; for the plasmid, the average PacBio coverage is 247ϫ, and the average Illumina coverage is 96ϫ. Automated genome annotation was completed using the NCBI Prokaryotic Genome Annotation Pipeline (10) . This annotation identified the presence of the mcr-1 gene on the large plasmid pAR349.
Data availability. The whole-genome sequence for Escherichia coli AR Bank #0349 was deposited in DDBJ/ENA/GenBank with the accession numbers CP041996 for the chromosome sequence and CP041997 for the plasmid sequence. The raw reads were deposited in the NCBI Sequence Read Archive (SRA) under the BioProject accession number PRJNA554502 and SRA sample number SRS5353902.
